
 Sit:Si009850m

 Sbi:Sb06g022490

 Zma:GRMZM5G810727

 Bdi:Bradi5g15540

 Os04g43400 Os4bglu17

 Os04g43390 Os4bglu16

 Sbi:Sb06g022420

 Sbi:Sb06g022385

 Sbi:Sb06g022410

 Zma:GRMZM2G012236

 Zma:GRMZM5G882852

 Zma:GRMZM5G845736

 Os04g43360 Os4bglu14

 Bdi:Bradi5g15530

 Sit:Si009837m

 Sit:Si010127m

 Sbi:Sb06g022450

 Sbi:Sb06g022460

Monocots (1)

 Os04g43410 Os4bglu18

 Sit:Si009882m

 Sit:Si009871m

 Zma:GRMZM2G031660

 Sbi:Sb06g022500

 Sbi:Sb06g022510

Monocots (2)

 Egr:Egrandis v1 0.009363m

 Egr:Egrandis v1 0.009188m

 Egr:Egrandis v1 0.009325m

Eudicots (3)

 Mes:cassava4.1 031147m

 Mes:cassava4.1 026351m

 Csi:orange1.1g012716m

 Ccl:clementine0.9 007409m

 Mes:cassava4.1 032622m

 PoptrGH1-19

 Mgu:mgv1a004080m

 GSVIVT01014399001

 Gma:Glyma12g35120

 Gma:Glyma13g35430

 Gma:Glyma12g35140

 Gma:Glyma13g35410

 Csa:Cucsa.123340

 Csa:Cucsa.341820

 Ppe:ppa017816m

 Ppe:ppa025660m

 GSVIVT01014400001

 Aco:AcoGoldSmith v1.007763m

 Aco:AcoGoldSmith v1.025034m

 Aco:AcoGoldSmith v1.003722m

 Aco:AcoGoldSmith v1.015570m

Eudicots (2)

 Aco:AcoGoldSmith v1.005032m

 Csi:orange1.1g045534m

 Ccl:clementine0.9 034689m

 Ppe:ppa005194m

 Ppe:ppa004523m

 PoptrGH1-28

 Rco:29842.m003629

 Mes:cassava4.1 005677m

 Aly:492699

 Ath:AT4G21760 BGLU47

 Csa:Cucsa.086000

 Gma:Glyma15g11290

 PoptrGH1-27

 PoptrGH1-26

 PoptrGH1-24

 PoptrGH1-25

 Egr:Egrandis v1 0.008949m

 GSVIVT01012650001

 Mtr:Medtr8g146370

 Mtr:Medtr8g146380

 Gma:Glyma07g38840

 Gma:Glyma07g38850

 Mtr:Medtr8g146400

 Csi:orange1.1g009535m

 Ccl:clementine0.9 006414m

 Cpa:evm.model.supercontig 198.21

 Aly:475147

 Ath:AT1G61820 BGLU46

 Aly:475148

 Ath:AT1G61810 BGLU45

Eudicots (1)

 PcCBG AAC69619 Q9ZT64

 PccbgA

 PccbgB

 PtcbgA1

 PtcbgA2

 PtcbgB1

 PtcbgB2

Gymnosperms

100

100

46

30

100

100

100

100

38

99

97

93

56

37

36

41

34

92

49

100

57

100

100

97

65

55

82

100

90

81

59

100

100

100

58

81

97

86

100

100

100

100

100

91

65

100

100

94

90

97

60

99

100

99

68

88

48

74

55

66

100

98

100

97

99

85

99

83

100

50

66

52

26

35

72

34

95

31

41

100

0.1


