
 Ppe:ppa015887m

 Ppe:ppa020368m

 Ppe:ppa015161m

 Ppe:ppa017981m

 Ppe:ppa025067m

 Ppe:ppa015970m

 Ppe:ppa027189m

 Ppe:ppa018777m

 Ppe:ppa020817m

 Ppe:ppa018404m

 Ppe:ppa023565m

 Ppe:ppa019137m

 Ppe:ppa021158m

 Ppe:ppa017484m

 Ppe:ppa020067m

 Ppe:ppa019573m

 Ppe:ppa019262m

 Ppe:ppa024630m

 Ppe:ppa004108m

 Ppe:ppa024653m

 Ppe:ppa005036m

 Ppe:ppa022156m

 Ppe:ppa023034m

 Ppe:ppa025619m

 Ppe:ppa004288m

 Ppe:ppa025259m

 Ppe:ppa022045m

 Ppe:ppa022513m

 Ppe:ppa006110m

 Ppe:ppa015721m

 Ppe:ppa003718m

 Ppe:ppa018933m

 Ppe:ppa016757m

 Ppe:ppa003891m

 Ppe:ppa026358m

 Ppe:ppa003856m

 Ppe:ppa016583m

 Ppe:ppa019518m

 Ppe:ppa003831m

 Ppe:ppa020839m

 Ppe:ppa026448m

 Ppe:ppa021137m

 Ppe:ppa004226m

 Ppe:ppa004368m

 Ppe:ppa024193m

 PoptrGH1-1

 PoptrGH1-29

 Csa:Cucsa.143110

 Ppe:ppa024434m

 Rco:30169.m006386

 Mes:cassava4.1 022953m

 Csi:orange1.1g036948m

 Ccl:clementine0.9 028622m

 PoptrGH1-23

 Rco:30169.m006385

 Mes:cassava4.1 032229m

 Mes:cassava4.1 005766m

 Egr:Egrandis v1 0.008959m

 Egr:Egrandis v1 0.011486m

 Egr:Egrandis v1 0.047640m

 Egr:Egrandis v1 0.009178m

 Egr:Egrandis v1 0.009873m

 Egr:Egrandis v1 0.009251m

 GSVIVT01032025001

 Gma:Glyma15g03610

 Gma:Glyma15g03620

 GSVIVT01025343001

 Gma:Glyma12g11280

 Gma:Glyma12g05820

 Gma:Glyma12g05830

 Gma:Glyma11g13860

 Gma:Glyma11g13770

 Gma:Glyma12g05770

 Gma:Glyma11g13780

 Gma:Glyma12g05780

 Gma:Glyma12g05790

 Gma:Glyma12g05810

 Gma:Glyma11g13850

 Gma:Glyma11g13800

 Gma:Glyma12g05800

 Gma:Glyma12g15620

 Gma:Glyma11g13810

 Gma:Glyma11g13820

 Gma:Glyma11g13830

 Gma:Glyma08g15930

 GSVIVT01032004001

 Gma:Glyma09g00550

 Gma:Glyma12g36870

 Mtr:Medtr4g024200

 Mes:cassava4.1 008514m

 Mes:cassava4.1 032669m

 Mes:cassava4.1 025199m

 Mes:cassava4.1 008910m

 Mes:cassava4.1 028884m

 Rco:30226.m001987

 Cpa:evm.model.supercontig 561.1

 Aly:486479

 Ath:AT3G60130 BGLU16

 Aly:903867

 Ath:AT2G44450 BGLU15

 Aly:481414

 Ath:AT2G25630 BGLU14

 Ath:AT5G42260 BGLU12

 Aly:494520

 Ath:AT5G44640 BGLU13

 Ath:AT1G51470 BGLU35 TGG5

 Ath:AT1G47600 BGLU34 TGG4

 Aly:474221

 Aly:891388

 Aly:474259

 Ath:AT1G51490 BGLU36

 Aly:882771

 Cpa:evm.model.supercontig 84.113

 Cpa:evm.model.supercontig 17.152

 Cpa:evm.TU.contig 28829

 Cpa:evm.TU.contig 29746

 Aly:917734

 Ath:AT5G48375 BGLU39 TGG3

 Ath:AT5G25980 BGLU37 TGG2

 Aly:489446

 Ath:AT5G26000 BGLU38 TGG1

 Gma:Glyma13g41800

 Sbi:Sb02g028400

 Sit:Si006283m

 Sit:Si029565m

 Sit:Si029542m

 Os09g31410 Os9bglu29

 Os09g31430 Os9bglu30

 Os11g08120 Os11bglu37

 Os08g39860 Os8bglu27

 Os08g39870 Os8bglu28

 Bdi:Bradi3g40000

 Bdi:Bradi3g40010

 Bdi:Bradi1g42690

 Os06g21570 Os6bglu24

 Sbi:Sb10g012220

 Sit:Si008435m

 Bdi:Bradi5g13270

 Sit:Si009896m

 Os04g39814 Os4bglu9

 Zma:GRMZM2G362362

 Os04g39840 Os4bglu10

 Os04g39864 Os4bglu11

 Sit:Si011994m

 Sbi:Sb06g019880

 Sbi:Sb06g019850

 Sbi:Sb06g019860

 Bdi:Bradi5g13260

 Sbi:Sb06g019830

 Sit:Si009910m

 Sbi:Sb06g019840

 Os04g39880 Os4bglu12

 Os04g39900 Os4bglu13

 Aco:AcoGoldSmith v1.003204m

 Aco:AcoGoldSmith v1.023363m

 Aco:AcoGoldSmith v1.003160m

 Aco:AcoGoldSmith v1.015405m

 Aco:AcoGoldSmith v1.021327m

 Aco:AcoGoldSmith v1.026253m

 Aco:AcoGoldSmith v1.003268m

 Aco:AcoGoldSmith v1.007844m

 Aco:AcoGoldSmith v1.024931m

 Aco:AcoGoldSmith v1.018788m

 GSVIVT01032019001

 GSVIVT01032017001

 GSVIVT01032023001

 GSVIVT01032007001

 GSVIVT01032018001

 Csi:orange1.1g009780m

 Ccl:clementine0.9 007212m

 Ccl:clementine0.9 007753m

 Mes:cassava4.1 031101m

 Rco:30226.m001978

 Mes:cassava4.1 031067m

 Gma:Glyma08g15960

 Gma:Glyma08g15980

 Gma:Glyma08g15950

 Gma:Glyma15g42570

 Gma:Glyma15g42590

 PoptrGH1-16

 PoptrGH1-18

 Csa:Cucsa.050040

 PoptrGH1-15

 Csi:orange1.1g046612m

 Csi:orange1.1g040158m

 Ccl:clementine0.9 030603m

 Csi:orange1.1g009642m

 Ccl:clementine0.9 008585m

 PoptrGH1-17

 Rco:30226.m001982

 Rco:30226.m001984

 Ppe:ppa004358m

 GSVIVT01032142001

 GSVIVT01032149001

 GSVIVT01032015001

 GSVIVT01032006001

 GSVIVT01032005001

 GSVIVT01032014001

 Egr:Egrandis v1 0.008129m

 Egr:Egrandis v1 0.008064m

 Egr:Egrandis v1 0.052898m

 Egr:Egrandis v1 0.038165m

 Egr:Egrandis v1 0.008570m

 Ccl:clementine0.9 006916m

 Ccl:clementine0.9 009489m

 Csi:orange1.1g012937m

 Aly:483573

 Ath:AT2G44480 BGLU17

 Mes:cassava4.1 029389m

 Mes:cassava4.1 027713m

 Rco:30226.m001977

 Cpa:evm.model.supercontig 444

 Rco:29808.m000891

 Mes:cassava4.1 024320m

 Mes:cassava4.1 005555m

 Mgu:mgv1a025884m

 Mgu:mgv1a023610m

 Mgu:mgv1a025437m

 Mgu:mgv1a007486m

 Mgu:mgv1a005186m

 Mgu:mgv1a023593m

 Mgu:mgv1a003998m

 Mgu:mgv1a019285m

 Ath:AT1G66270 BGLU21

 Aly:475732

 Ath:AT1G66280 BGLU22

 Aly:478241

 Ath:AT3G09260 BGLU23

 Ath:AT5G28510 BGLU24

 Aly:359476

 Aly:873493

 Aly:316517

 Ath:AT1G75940 ATA27 BGLU20

 Aly:898581

 Ath:AT3G21370 BGLU19

 Aly:474364

 Ath:AT1G52400 BGLU18 ATBG1 BGL1

 Aly:909775

 Aly:892250

 Aly:920911

 Aly:477608

 Ath:AT3G03640 BGLU25 GLUC

 Aly:903873

 Ath:AT2G44490 BGLU26 PEN2

 Aly:870958

 Aly:486477

 Ath:AT3G60120 BGLU27

 Aly:902351

 Ath:AT2G32860 BGLU33

 Cpa:evm.model.supercontig 189.36

 Cpa:evm.model.supercontig 444(2)

 Cpa:evm.model.supercontig 444(3)

 Aly:862845

 Ath:AT5G24540 BGLU31

 Ath:AT5G24550 BGLU32

 Aly:486481

 Ath:AT3G60140 BGLU30 DIN2 SRG2

 Aly:903868

 Ath:AT2G44460 BGLU28

 Aly:483572

 Ath:AT2G44470 BGLU29

 Cpa:evm.model.supercontig 561.2

 PoptrGH1-10

 PoptrGH1-9

 PoptrGH1-8

 PoptrGH1-7

 PoptrGH1-21

 PoptrGH1-6

 PoptrGH1-43

 PoptrGH1-3

 PoptrGH1-44

 PoptrGH1-32

 PoptrGH1-31

 PoptrGH1-40

 PoptrGH1-2

 PoptrGH1-30

 PoptrGH1-5

 PoptrGH1-4

 PoptrGH1-12

 PoptrGH1-14

 PoptrGH1-11

 PoptrGH1-13

 PoptrGH1-33

 PoptrGH1-42

 Rco:29808.m000892

 Mes:cassava4.1 029195m

 Mes:cassava4.1 024585m

 Mes:cassava4.1 023753m

 Mes:cassava4.1 006078m

 Mes:cassava4.1 029420m

 Mes:cassava4.1 027570m

 Mes:cassava4.1 012507m

 Mes:cassava4.1 028771m

 Mes:cassava4.1 032853m

 Mes:cassava4.1 006309m

 Mes:cassava4.1 005099m

 Mes:cassava4.1 005127m

 Mes:cassava4.1 005140m

 Mes:cassava4.1 033294m

 Mes:cassava4.1 029644m

 Mes:cassava4.1 023547m

 Mes:cassava4.1 021061m

 Mes:cassava4.1 026504m

 Mes:cassava4.1 031777m

 Mes:cassava4.1 024736m

 Mes:cassava4.1 033426m

 Mes:cassava4.1 031027m

 Mes:cassava4.1 029035m

 Mes:cassava4.1 021468m

 Mes:cassava4.1 033687m

 Mes:cassava4.1 022562m

 Mes:cassava4.1 021008m

 Mes:cassava4.1 031399m

 Mgu:mgv1a023615m

 Mgu:mgv1a006902m

 Mgu:mgv1a018115m

 Csa:Cucsa.338070

 Csa:Cucsa.143120

 Csa:Cucsa.143140

 Csa:Cucsa.143150

 Csa:Cucsa.143200

 Csa:Cucsa.143170

 Csa:Cucsa.143190

 Csa:Cucsa.143180

 Zma:GRMZM2G008247

 Zma:GRMZM2G016890

 Zma:GRMZM2G426467

 Zma:GRMZM2G120962

 Zma:GRMZM2G076946

 Zma:GRMZM2G077015

 Zma:GRMZM2G014844

 Zma:GRMZM2G174699

 Sbi:Sb08g007610

 Sbi:Sb08g007650

 Sbi:Sb08g007570

 Sbi:Sb08g007586

 Ppe:ppa022831m

 Mtr:Medtr7g046330

 Mtr:Medtr7g046340

 Mtr:Medtr7g046370

 Mtr:Medtr7g046430

 Gma:Glyma08g46180

 Aco:AcoGoldSmith v1.003299m

 Aco:AcoGoldSmith v1.013289m

 Aco:AcoGoldSmith v1.018099m

 Aco:AcoGoldSmith v1.003397m

 Aco:AcoGoldSmith v1.003571m

 Egr:Egrandis v1 0.044074m

 Egr:Egrandis v1 0.041084m

 Egr:Egrandis v1 0.048466m

 Ppe:ppa027074m

 Ccl:clementine0.9 029561m

 Csi:orange1.1g036046m

 Ccl:clementine0.9 027839m

 Egr:Egrandis v1 0.045102m

 Egr:Egrandis v1 0.050233m

 Egr:Egrandis v1 0.045275m

 Rco:30147.m014539

 Mes:cassava4.1 026312m

 Rco:30147.m014538

 Ppe:ppa021225m

 Ppe:ppa023264m

 Ppe:ppa024207m

 A9NVG8 PICSI

 Aco:AcoGoldSmith v1.003341m

 B8LQ52 PICSI

 Sbi:Sb06g022420

 Sbi:Sb06g022385

 Sbi:Sb06g022410

 Zma:GRMZM2G012236

 Zma:GRMZM5G882852

 Zma:GRMZM5G845736

 Sbi:Sb06g022450

 Sbi:Sb06g022460

 Os04g43360 Os4bglu14

 Sit:Si009837m

 Bdi:Bradi5g15530

 Sit:Si010127m

 Os04g43400 Os4bglu17

 Os04g43390 Os4bglu16

 Bdi:Bradi5g15540

 Sit:Si009850m

 Zma:GRMZM5G810727

 Sbi:Sb06g022490

Monocots (1)

 Sbi:Sb06g022500

 Sbi:Sb06g022510

 Sit:Si009871m

 Zma:GRMZM2G031660

 Sit:Si009882m

 Os04g43410 Os4bglu18

Monocots (2)

 Mes:cassava4.1 031147m

 Mes:cassava4.1 026351m

 Rco:29904.m002964

 Egr:Egrandis v1 0.009325m

 Egr:Egrandis v1 0.009363m

 Egr:Egrandis v1 0.009188m

Eudicots (3)

Monocots & Eudicots

 Aco:AcoGoldSmith v1.025034m

 Aco:AcoGoldSmith v1.015570m

 Aco:AcoGoldSmith v1.003722m

 Aco:AcoGoldSmith v1.007763m

 GSVIVT01014400001

 Mgu:mgv1a004080m

 Csa:Cucsa.123340

 Csa:Cucsa.341820

 Ppe:ppa017816m

 Ppe:ppa025660m

 Gma:Glyma12g35140

 Gma:Glyma13g35410

 Gma:Glyma13g35430

 Gma:Glyma12g35120

 Mes:cassava4.1 032622m

 PoptrGH1-19

 GSVIVT01014399001

 Csi:orange1.1g012716m

 Ccl:clementine0.9 007409m

Eudicots (2)

 Aly:475147

 Ath:AT1G61820 BGLU46

 Aly:475148

 Ath:AT1G61810 BGLU45

 Aly:492699

 Ath:AT4G21760 BGLU47

 Mtr:Medtr8g146370

 Mtr:Medtr8g146380

 Gma:Glyma07g38840

 Gma:Glyma07g38850

 Mtr:Medtr8g146400

 Ppe:ppa005194m

 Ppe:ppa004523m

 Gma:Glyma15g11290

 PoptrGH1-28

 Rco:29842.m003629

 Mes:cassava4.1 005677m

 Csa:Cucsa.086000

 Csi:orange1.1g045534m

 Ccl:clementine0.9 034689m

 Aco:AcoGoldSmith v1.005032m

 Csi:orange1.1g009535m

 Ccl:clementine0.9 006414m

 Cpa:evm.model.supercontig 198.21

 GSVIVT01012650001

 Egr:Egrandis v1 0.008949m

 PoptrGH1-24

 PoptrGH1-25

 PoptrGH1-27

 PoptrGH1-26

Eudicots (1)

 PcCBG AAC69619 Q9ZT64

 PccbgA

 PccbgB

 PtcbgA1

 PtcbgA2

 PtcbgB1

 PtcbgB2

Gymnosperms

Putative Lignin Subclade (PLC)

 D5ACM5 PICSI

 Zma:GRMZM2G108133

 Sbi:Sb02g029640

 Sit:Si032721m

 Sbi:Sb02g029620

 Os09g33680 Os9bglu31

 Bdi:Bradi4g34930

 Sit:Si013564m

 Sbi:Sb10g022300

 Zma:GRMZM2G376416

 Os09g33690 Os9bglu32

 Os09g33710 Os9bglu33

 Bdi:Bradi4g34950

 Bdi:Bradi4g34940

 Sit:Si029509m

 Aco:AcoGoldSmith v1.007354m

 Aco:AcoGoldSmith v1.025778m

 Aco:AcoGoldSmith v1.003283m

 Aco:AcoGoldSmith v1.022499m

 Aco:AcoGoldSmith v1.004679m

 Aco:AcoGoldSmith v1.022298m

 Aco:AcoGoldSmith v1.015560m

 Aco:AcoGoldSmith v1.012802m

 Aco:AcoGoldSmith v1.003037m

 Aco:AcoGoldSmith v1.003009m

 Sbi:Sb03g037780

 Zma:GRMZM2G069024

 Sit:Si001092m

 Bdi:Bradi2g59650

 Bdi:Bradi2g59660

 Os01g70520 Os1bglu5

 Os01g59819 Os1bglu2

 Os01g59840 Os1bglu3

 Bdi:Bradi3g45630

 Bdi:Bradi3g45640

 Bdi:Bradi3g45650

 Bdi:Bradi3g45610

 Os05g30390 Os5bglu23

 Os05g30350 Os5bglu22

 Bdi:Bradi2g27770

 Sit:Si021753m

 Zma:GRMZM2G055699

 Sbi:Sb09g018180

 Sbi:Sb09g018145

 Sbi:Sb09g018160

 Sit:Si021785m

 Os05g30250 Os5bglu19

 Os05g30300 Os5bglu21

 Os05g30280 Os5bglu20

 Aco:AcoGoldSmith v1.022713m

 Aco:AcoGoldSmith v1.003324m

 Aco:AcoGoldSmith v1.005665m

 Aco:AcoGoldSmith v1.003389m

 Bdi:Bradi2g09190

 Bdi:Bradi2g09200

 Sit:Si002332m

 Aly:492664

 Ath:AT4G22100 BGLU3

 Aly:326101

 Ath:AT5G16580 BGLU2

 Aly:314159

 Ath:AT1G45191 BGLU1

 Aly:315321

 Ath:AT1G60090 BGLU4

 Aly:315311

 Ath:AT1G60260 BGLU5

 Aly:875932

 Ath:AT1G60270 BGLU6

 Aly:491999

 Ath:AT4G27830 BGLU10

 Ath:AT4G27820 BGLU9

 Aly:486774

 Aly:486775

 Ath:AT3G62750 BGLU8

 Aly:907850

 Ath:AT3G62740 BGLU7

 Csa:Cucsa.336940

 Csa:Cucsa.336950

 Csa:Cucsa.097180

 Gma:Glyma07g18410

 Gma:Glyma16g19480

 Gma:Glyma07g18400

 Mtr:AC233100 73.1

 Mtr:Medtr3g166720

 Egr:Egrandis v1 0.007033m

 Egr:Egrandis v1 0.048749m

 Egr:Egrandis v1 0.008928m

 Egr:Egrandis v1 0.049044m

 Ppe:ppa006167m

 Ppe:ppa019582m

 Ppe:ppa015330m

 Ppe:ppa004484m

 Aco:AcoGoldSmith v1.003285m

 Aco:AcoGoldSmith v1.003325m

 Aco:AcoGoldSmith v1.003499m

 Aco:AcoGoldSmith v1.022154m

 Aco:AcoGoldSmith v1.003363m

 Aco:AcoGoldSmith v1.007023m

 Aco:AcoGoldSmith v1.020585m

 Aco:AcoGoldSmith v1.021630m

 GSVIVT01028006001

 Rco:29986.m001605

 Rco:29986.m001603

 Rco:29986.m001606

 Rco:29986.m001604

 Rco:29986.m001602

 Mes:cassava4.1 022817m

 Mes:cassava4.1 032290m

 GSVIVT01028001001

 GSVIVT01028004001

 Mgu:mgv1a007433m

 Rco:29986.m001601

 Mes:cassava4.1 005780m

 Mes:cassava4.1 006332m

 Aly:878433

 Ath:AT1G02850 BGLU11

 Gma:Glyma02g02230

 Gma:Glyma02g17490

 Gma:Glyma02g17480

 Gma:Glyma14g39230

 Mtr:Medtr5g077420

 Mtr:Medtr1g108470

 Mtr:Medtr1g108460

 Gma:Glyma02g40910

 Egr:Egrandis v1 0.008724m

 Cpa:evm.model.supercontig 9.230

 Cpa:evm.TU.contig 25278

 Csi:orange1.1g046009m

 Ccl:clementine0.9 007416m

 Csi:orange1.1g012181m

 Ccl:clementine0.9 007955m

 Csi:orange1.1g009558m

 Ccl:clementine0.9 030448m

 Csi:orange1.1g013298m

 Ccl:clementine0.9 011904m

 Smo:127964

 Smo:153534

 Smo:419452

 Smo:88863

 Sit:Si012753m

 Zma:GRMZM5G828987

 D5AD30 PICSI

 Egr:Egrandis v1 0.026971m

 Mes:cassava4.1 023739m

 Mes:cassava4.1 028433m

 Rco:30174.m009125

 PoptrGH1-35

 PoptrGH1-34

 Csi:orange1.1g010588m

 Ccl:clementine0.9 007994m

 GSVIVT01012191001

 GSVIVT01012192001

 Egr:Egrandis v1 0.009542m

 Cpa:evm.model.supercontig 1.109

 Ppe:ppa015619m

 Csa:Cucsa.327780

 Aco:AcoGoldSmith v1.005926m

 Gma:Glyma01g06980

 Aly:472753

 Ath:AT1G26560 BGLU40

 Gma:Glyma20g03210

 Mtr:Medtr4g115490

 Mtr:Medtr4g115640

 Cpa:evm.model.supercontig 1.110

 Ppe:ppa025840m

 Bdi:Bradi3g00650

 Os10g17650 Os10bglu34

 Sbi:Sb01g013360

 Os03g11420 Os3bglu6

 Bdi:Bradi1g70170

 Sit:Si035908m

 Sit:Si034989m

 Zma:GRMZM2G015804

 Sbi:Sb01g043030

 Mgu:mgv1a004939m

 Mgu:mgv1a004935m

 Cpa:evm.model.supercontig 80.122

 Sit:Si006286m

 Sbi:Sb10g027600

 Zma:GRMZM2G163544

 Sbi:Sb03g029560

 Os06g46940 Os6bglu25

 Bdi:Bradi1g33040

 PoptrGH1-37

 Csa:Cucsa.053330

 Aly:918586

 Aly:495536

 Ath:AT5G54570 BGLU41

 Cpa:evm.model.supercontig 80.123

 Ppe:ppa007195m

 Mgu:mgv1a004736m

 Gma:Glyma06g41200

 Aco:AcoGoldSmith v1.014487m

 Csi:orange1.1g015181m

 Ccl:clementine0.9 028095m

 PoptrGH1-20

 Egrandis v1 0.009802m

 GSVIVT01014551001

 Rco:29878.m000230

 Mes:cassava4.1 032518m

 Zma:AC203966 FGT006

 Zma:GRMZM2G031693

 Sit:Si024527m

 Zma:GRMZM2G112704

 Sbi:Sb10g028060

 Os12g23170 Os12bglu38

 Bdi:Bradi4g08040

 B8LQ09 PICSI

 A9NZQ3 PICSI

 Smo:149851

 Sbi:Sb01g010840

 Zma:GRMZM2G118003

 Sit:Si035308m

 Os03g49600 Os3bglu7

 Sbi:Sb01g010830

 Bdi:Bradi1g10930

 Bdi:Bradi1g10890

 Bdi:Bradi1g10920

 Bdi:Bradi1g10940

 Os03g49610 Os3bglu8

 Sbi:Sb01g010825

 Sit:Si034935m

 Zma:AC217401.3 FGT002

 Sbi:Sb02g041550

 Zma:GRMZM2G148176

 Os07g46280 Os7bglu26

 Sit:Si029536m

 Bdi:Bradi1g19270

 Zma:AC234160.1 FGT003

 Sbi:Sb03g008350

 Os01g32364 Os1bglu1

 Aco:AcoGoldSmith v1.003600m

 Aco:AcoGoldSmith v1.003647m

 Aco:AcoGoldSmith v1.003589m

 Egr:Egrandis v1 0.012431m

 Egr:Egrandis v1 0.054030m

 Ccl:clementine0.9 031033m

 Ccl:clementine0.9 029031m

 Csi:orange1.1g036937m

 Csi:orange1.1g046891m

 Ccl:clementine0.9 030023m

 Csi:orange1.1g040688m

 Ccl:clementine0.9 027496m

 GSVIVT01030881001

 Cpa:evm.model.supercontig 116.17

 Cpa:evm.model.supercontig 116.16

 Csa:Cucsa.029410

 Csa:Cucsa.108330

 Mgu:mgv1a004735m

 Aco:AcoGoldSmith v1.003454m

 Aly:479297

 Ath:AT3G18080 BGLU44

 Aly:479295

 Ath:AT3G18070 BGLU43

 PoptrGH1-38

 PoptrGH1-39

 GSVIVT01008398001

 Cpa:evm.model.supercontig 3.438

 Egr:Egrandis v1 0.009436m

 Egr:Egrandis v1 0.010473m

 Ppe:ppa004380m

 Gma:Glyma07g11310

 Gma:Glyma09g30910

 Rco:29924.m000095

 Mes:cassava4.1 005890m

 Csa:Cucsa.121830

 Csi:orange1.1g010049m

 Ccl:clementine0.9 007556m

 Smo:73365

 Smo:144295

 Smo:408050

 Smo:151109

 Smo:76384

 Smo:76748

 Smo:268527

 Smo:163827

 Smo:163822

 Smo:75234

 Ppa:Pp1s170 62V6

 Ppa:Pp1s39 162V6

 Rco:28330.m000020

 Ppa:Pp1s110 112V6

 Ppa:Pp1s138 14V6

 Ppa:Pp1s76 8V6

 Smo:98083

 Smo:268319

 C0PT85 PICSI

 GSVIVT01003998001

 Zma:AC155376.2 FGT005

 Sbi:Sb03g042690

 Zma:GRMZM2G044092

 Sit:Si001247m

 Os01g67220 Os1bglu4

 Bdi:Bradi2g57640

 Aly:493685

 Ath:AT5G36890 BGLU42

 Csa:Cucsa.189380

 Mgu:mgv1a025215m
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